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 ro ram no : Analysis period: Deadline for reportin :  ublished 

4 3  DK 18.05.2026 – 28.05.2026 01.06.2026 25.06.2026 

 

 

The quality assurance program HIL-index and interference examines both preanalytical, analytical and 

postanalytical conditions. 

Preanalytical conditions: determination of haemolysis (H), icterus (I) and lipemia (L) called the HIL-index in 

the distributed samples. Is the determination of the HIL-index comparable among the groups of instruments? 

Analytical: comparison of the analysis results of 6 components between a ‘normal’ sample without the 

interference (Sample  ) and a sample with added interference (Sample B). In this distribution the 

interference caused by icterus is examined.  

Postanalytical: sharing of the comments accompanying a result to the relevant department, had this been a 

patient sample with inference outside of the allowable level. 

 he number of participants 
Results from 116 sample sets have been reported in this round.  

Control material 
The two samples   and B are from the same serum pool except Sample B is added dissolved unconjugated 

bilirubin and Sample   is added the same amount of solvent without bilirubin. 

Statistics 

 ar et values and tolerance intervals 

The target values in the graphics for the ‘normal’ components are the mean value of all the participants’ 

analysis results for Sample   and this is indicated with M. Sample B’s target value is the same as for 

Sample  , called Transferred target value and is indicated with T; any deviation from T is a measure of 

interference from unconjugated bilirubin. 

For the I-index, the target value is calculated for both Sample   and Sample B, called Special target value 

and marked with S. For the H- and L-index the target value is calculated for Sample  , indicated with S and 

transferred as the target value to Sample B now indicated with T. The calculated target values for the three 

indices are calculated as mean of means for all manufacturers with more than 3 participants. Due to this 

principle of calculation the reference target is subject to some uncertainty, and it is unknown what the true 

level is. In this round the manufacturers with more than three participants are  bbott, Roche and Siemens.   

Results for the method groups can be found in summary report prior to the individual graphical part. 

When the tolerance intervals are calculated based on the overall mean then it is assuming that the results 

are normally distributed. If the distribution deviates unacceptable from normality in Sample  , there may be 

an additional uncertainty on the mean value. If this happens a comment is made. 

The background for the tolerance intervals and a guide to reading the report is found at deks.dk: 

https://deks.dk/en/products/information-about-the-deks-programs/hil-index-3121-dk/ 

 

Outliers 
Outliers are defined as results lying further from the average of all the results than 3.2 SD (standard 

deviation) or set manually by DEKS due to analysis after “last day of analysis”. The number of outliers is 

indicated in the last column in the summary. 

 

Overview of instrument  roups 
Instrument group results for all ‘normal’ components, the H-index, the I-index and the L-index are found at 

the pages ”summary report” prior to the individual results in the report. 

 

https://deks.dk/en/products/information-about-the-deks-programs/hil-index-3121-dk/
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 esults and comments 

 reanalytical 
 

Graphics 

There are graphics for the hemolytic index, for the lipemic and for the icteric indexes. These can be seen in 

the graphic part for your individual results. 

 

Unit conversions 

 ote: Results which are not entered in the primary unit for the hemolytic index, for the icteric index or for the 

lipemic index are recalculated to enable the comparison. The primary unit for hemolytic index is g/L, for the 

icteric index it is µmol/L and for the lipemic index it is g/L 

 

If unit conversion is performed, it will be noted below the histogram as either: 

 

“Own result: 19 mg/dL = 0,19 g/L” 

Stating that DEKS has made a recalculation from mg/dL to g/L, 

 

or as: 

“Own result: 24 [*mg/dL] = 0,24 g/L” 

Meaning that DEKS has assumed that your entered unit is false, and it has been substituted with mg/dL 

followed by a recalculation to g/L. 

 

For results given as an index value, the middle of the interval is chosen as the converted value. 

 

Important: if you agree with the substitution, please change your method information (metode-oplysninger) in 

DEKSonline, so it will be correct next time. If you do not agree, please contact DEKS and let us know.  

 

Uncertainty of results and tolerance intervals at lower concentrations 

When results are reported as index values it gives a higher uncertainty to the converted values.  

When a concentration of an (H-, I-, L-)index is truncated, either by the instrument or the LIS, the result’s 

uncertainty increases. E.g. for the l-index some laboratories report only whole numbers (1, 2, 3 etc.) with the 

unit mg/dL, which at low concentration means that the result is associated with a large uncertainty, simply 

due to the rounding.  

In both cases and at lower concentrations the uncertainty of the result may be large in relation to the 

tolerance interval. 

In those specific cases laboratories should be more lenient and allow for greater deviations. The same effect 

is not pronounced at higher concentrations, so no lenience is recommended in those cases. 

 

Icteric index 

For the icteric index the graphical part shows a target value, which is the “Special target value”. This applies 

for both Sample   and Sample B. 

The ‘difference %’ is calculated from the “Special target value”. “Special target value” = ‘mean of means of all 

manufactory groups, larger than 3 participants’. Results for the method groups can be found in summary 

report prior to the individual graphical part. 

For Sample B the most important results are shown in Table 1a. 
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Table 1a. The icteric index for each method group of Sample B. Difference% is the difference from the 
‘Special target value’. Red numbers indicate a difference higher than 29%, the suggested tolerance limit. 

Method group 
Result  

[µmol/L] 
Difference  

% 
 umber, 

n 
Outlier 

Special tar et 
value 246    

Alinity 267 8,5 25 6 

Architect 284 15,4 2 0 

Atellica 219 -11,0 16 2 

Cobas c-modul 252 2,4 63 0 

Vitros 205 -16,7 1 0 

 

There is good agreement between method groups on the concentration of icteric interference, and all are 

within the tolerance limits for the icteric index (Table 1a).  

The same agreement was seen in 2025 and 2024 with an icteric concentration of 153,2 µmol/L and 223 

µmol/L, respectively1. 

 ll method groups except Vitros are also within tolerance limits for Sample  , even though the concentration 

is much lower (Special target value of 14,9 µmol/L). 

It should be noted that the Special target value is subject to some uncertainty and the true level is unknown. 

 

Hemolytic index  

Sample   and Sample B should ideally be measured to the same concentration. However, the groups 

 tellica and Cobas c-modul are affected by an icteric interference on the hemolytic index (Table 1b).   similar 

pattern was observed in 2024 at a similar icteric concentration (223 µmol/L), although in 2024 results from 

 linity and  rchitect were also affected by interference.  

It should be noted that the concentration is very low, also in a possible hemolytic interference perspective. 

For each component and instrument participants should evaluate their own results in relation to laboratory 

specific cut offs. Deviations at low concentrations leads to high relative deviations in percent: “Difference %” 

(Table 1b). 

 

Table 1b. The hemolytic index for each method group of Sample A and Sample B. Difference in % is the 
difference between Sample A and B. The number n is for results reported for sample B. Red numbers 
indicate a difference higher than 12,2%, the suggested tolerance limit. 

H-index 

  

Sample A 
 [g/L] 

Sample B 
 [g/L] 

Difference 
% 

Number, n based 
on Sample B 

Alle 0,049 0,0395 -19,4 107 

Alinity 0,0436 0,0444 1,8 25 

Architect 0,045 0,05 11,1 2 

Atellica 0,0405 0,0455 12,3 17 

Cobas c-modul 0,0536 0,0356 -33,6 63 

Vitros  -  - -  0* 

*n=1 but classified as an outlier 

 

 
1 The tolerance limits in 2024 and 2025 were 12% for the icteric index. If the results from 2024 and 2025 was evaluated 

against the updated tolerance limits used now in 2026 (29%), all would be within the tolerance limits, thus showing the 

same agreement as seen in this round. 
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Lipemic index 

 s for the hemolytic index, the lipemic index should ideally be the same for Sample   and Sample B. Cobas 

c-modul and Cobas t711 show positive interference from icterus affecting the lipemic index (Table 1c). In 

2024 at a similar icteric concentration (223 µmol/L), both Cobas c-modul,  linity and  tellica had positive 

interference from icterus on the lipemic index2.  

 gain, as for the hemolytic index, it should be noted that the concentration is very low also in a possible 

lipemic interference perspective. For each component and instrument participants should evaluate their own 

results in relation to laboratory specific cut offs. Deviations at low concentrations leads to high relative 

deviations in percent: “Difference %” (Table 1c).  

 

Table 1c. The lipemic index for each method group of Sample A and Sample B. Difference in % is the 
difference between Sample A and B. The number n is for results reported for Sample B. Red numbers 
indicate a difference higher than 22,5%, the suggested tolerance limit. 

L-index  

  
Sample A 

[g/L] 
Sample B 

[g/L] 
Difference 

% 
Number, n based 

on Sample B 

Alle 0,1848 0,232 25,5 109 

Alinity 0,1296 0,1496 15,4 25 

Architect 0,13 0,14 7,7 2 

Atellica 0,1318 0,155 17,6 17 

Cobas c-modul 0,222 0,287 29,3 63 

Cobas t711 0,2 0,4 100,0 1 

Vitros 0,2 0,2 0,0 1 

 

Analytical 
 

Components with interference 
In this round interference is found in 2 out of 6 components. Interference with bilirubin is seen for cholesterol 

and creatinine, see Table 2a.  

Interference from icterus on these two components was also observed in 2024, at a similar icteric 

concentration (223 µmol/L) as well as in 2025 at a lower icteric concentration (153,2 µmol/L). 

We recommend the participants in the relevant method groups to follow up on individual results in concern to 

internal procedure. 

 

Cholesterol  

 egative icteric interference on cholesterol above the tolerance limit is seen for the method group Cobas c-

modul. The icteric concentration in this round is comparable to the one in 2024 (223 µmol/L), where negative 

interference was observed for the method groups  linity,  rchitect and Cobas c-modul, and positive 

interference for  tellica. Subsequently, the tolerance limits have been updated from 5% to 8,6%. Thus, the 

same pattern would be observed in this round, if using a tolerance limit of 5% as in 2024.  

 
Creatinine 

For creatinine only the method group “Cobas c-modul, Jaffe” is affected by positive interference and 

exceeding the tolerance limit of 7,8%. The same was seen in 2024 with an icteric concentration of 223 

µmol/L.  

 
2 The positive interference in 2024 would still have exceeded the new and wider 2026-tolerance limit of 22,5% (the old 

limit was 15%). The pattern is of course the same regardless of the limit. 
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 s mentioned in earlier reports, it is critical in connection to creatinine’s application for the determination of 

eGFR. 

 
Table 2a. Components with interference.  
Difference in % is the difference between Sample A and B. The number n is for results reported for Sample 
B. Red figures indicates that the tolerance limits have been exceeded. 
 

   
    *n=1 but classified as an outlier 

     

Components without interference 
Estimated by the average of the method groups, there was no interference for ferritin, potassium, phosphate 

and lactatdehydrogenase (LD, LDH) (Table 2b).  

The same was observed in the round in 2024, where the icteric concentration was like the current round.  

 

Ferritin 

Icteric interference does not affect the measurement of ferritin. The same has been observed in previous 

rounds.  

It should be noted that systematic differences between the major method groups are seen, and the reason 

for this is not known. These differences and pattern have been seen consistently in the last rounds for both 

Sample   (no interference) and Sample B regardless of H-, I- and L-interference. In relation to each other, 

 tellica measures lower than the Cobas modules or the Cobas modules measures higher than the  tellica. 

This suggests that systematic differences between measurement levels are present between different 

manufacturers, which may make it difficult to follow a patient across laboratories.   

 

The results from all components can be found in ”summary report” which can be found before the laboratory 

specific graphics in this report.  

 
 

 

 

 

 

 

 

 

Cholesterol 

  

Sample 
A 

[mmol/L] 

Sample  
B 

[mmol/L] 
Difference 

% 

Number, n 
based on 
Sample B 

Tolerance 
limit % 

Alle 4,19 3,91 -6,7 95 
 
 
 
 
 

8,6  

Alinity 4,19 3,88 -7,4 25 

Architect 4,31 3,95 -8,4 2 

Atellica 4,23 4,47 5,7 16 

Cobas c-modul 4,17 3,74 -10,3 51 

Cobas e-modul 4  - -  1 

Vitros 4,3 4,2 -2,3 1 

Creatinine 

  

Sample 
A 

[µmol/L] 

Sample 
B 

[µmol/L] 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance 
limit % 

Alle 81,3 80,4 -1,1 104 

7,8 

Abbott 79,7 78,2 -1,9 25 

Architect 79,5 78,6 -1,1 2 

Atellica 79,5 79,2 -0,4 17 

Cobas c-modul 82,4 80,7 -2,1 54 

Cobas c-
modul, Jaffe 84,8 91,6 8,0 6 

Vitros -  -  -  0* 
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Table 2b. Components without interference.  
Difference in % is the difference between Sample A and B. The number n is for results reported for Sample 
B.  
 

Ferritin 

  

Sample 
A 
[µg/L] 

Sample 
B 
[µg/L] 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance 
limit % 

Alle 59,6 59,9 0,5 91 

21,9 

Alinity 63,2 63 -0,3 27 

Architect 57,5 57,8 0,5 2 

Atellica 40,5 42,9 5,9 14 

Cobas c-modul 63,5 63,8 0,5 5 

Cobas e-modul 63,6 63,6 0,0 42 

Vitros 49 47 -4,1 1 

 
 

 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

 

 ostanalytical  
 

For mutual inspiration and to strengthen the postanalytical part, we continue to encourage all participants to 

share their potential comments to the clinicians (the comments that would have accompanied the result of an 

analysis request). It should be noted, that when we in the following refer to laboratories that should have 

Lactatdehydrogenase (LD, LDH) 

  

Sample 
A 
[U/L] 

Sample 
B 
[U/L] 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance  
limit % 

Alle 351 354 0,9 100 

10,2 

Alinity 357 363 1,7 25 

Architect 339 351 3,5 2 

Atellica 351 352 0,3 17 

Cobas c-modul 350 352 0,6 55 

Vitros 4600 314 308 -1,9 1 

Phosphate – results up to and including day 4 

  
Sample  
A 

Sample 
B 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance  
limit % 

Alle 1,65 1,66 0,2 72 

9,6 

Alinity 1,658 1,677 1,1 21 

Architect 1,69 1,70 0,6 2 

Atellica 1,699 1,685 -0,8 14 

Cobas c-modul 1,632 1,632 0,0 34 

Vitros 1,67 1,68 0,6 1 

Phosphate – all results 

  
Sample 
A 

Sample 
B 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance  
limit % 

Alle 1,66 1,664 0,2 100 

9,6 

Alinity 1,656 1,679 1,4 25 

Architect 1,69 1,7 0,6 2 

Atellica 1,706 1,69 -0,9 16 

Cobas c-modul 1,648 1,648 0,0 56 

Vitros 1,67 1,68 0,6 1 

P-Potassium-ion 

  

Sample 
A 
[mmol/L] 

Sample 
B 
[mmol/L] 

Difference 
% 

Number, n 
based on 
Sample B 

Tolerance  
limit % 

Alle 6,51 6,51 0,0 105 

7,4 

Alinity 6,5 6,51 0,2 25 

Architect 6,51 6,52 0,2 2 

Atellica 6,39 6,4 0,2 16 

Cobas c-modul 6,53 6,54 0,2 41 

Cobas ISE-
modul 6,54 6,56 0,3 21 

Vitros 4600 6,8  - - 1 
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included a comment, we cannot differentiate between a true missing comment or a comment which have not 

been submitted to DEKS.  

We recommend that you look at your own results and compare them to any comments made, especially in 

relation to your own tolerance limits. Thus, if your own result for Sample B is within the tolerance limit, then 

no comment should have been made. If a comment is made, then there is a risk of rejecting a correct result. 

If the result is outside the tolerance limit, then a comment should be made. If no comment is made, then 

there is a risk of releasing a result that is falsely too high or low. 

 

In appendix 1, the comments for clinicians can be seen. This time 37 comments have been reported.  

 

Cholesterol 

In total, 25 comments have been reported reflecting the expected and found interference shown in Table 2a. 

18 of these reported correctly about icteric interference, whereas 7 reported an unnecessary comment. 43 

laboratories should have included a comment about interference but did not. They are therefore having a 

general risk of releasing a result that are falsely high or low in a true clinical situation. 

 

Creatinine 

Three of the reported comments are on extra sample preparation due to the icteric interference 

(centrifugation).  s these comments are not directed to the clinician, they are not included in the analysis of 

comments.  

Two participants in the instrument group “Cobas c module, Jaffe” did not comment on the results although 

the icteric interference moved the concentrations of creatinine outside the tolerance limit (Table 2a).  ine 

participants in other instrument groups released the result without a comment, thus all 11 are in risk of 

releasing falsely results in a true clinical situation.  

6 laboratories did share comments about icterus, even though the interference was lower than the tolerance 

limit, meaning there is a risk of falsely withholding a useful result. 

 

 

End of report 
 

Questions and comments to this scheme are always welcome to Sanne Schou: sanne.schou@deks.dk or 

Anna Borup: anna.borup@deks.dk. 

Next round/rounds  
Round 04 (i): 17.08.2026  

Round 05: 28.09.2026  

Round 06 (i): 02.11.2026 

(i): Index-targeted round. You will only receive a report if your laboratory is registered for 6 rounds.  

 

Kind regards 
Sanne Schou and Anna Borup 
 
 

 

 ro ram coordinators  ro ram expert Approved by 
Anna Borup 
  3863 4402 
 anna.borup@deks.dk 
 
Sanne Schou 
 3863 4405 
 sanne.schou@deks.dk 
 

Charlotte Gils 
Medical Doctor 
Department of Clinical Biochemistry 
Odense University Hospital 

MP 
24.06.2026 

 

mailto:sanne.schou@deks.dk
mailto:anna.borup@deks.dk
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Appendix    ostanalytical 

The laboratories’ comments to the clinicians, shown here for mutual inspiration, as there are differences in 

the way icteric test results are handled. 

 
The following comments have accompanied the result of an analysis request. 

 

Component Answer to the clinician for sample B Instrument DEKS 

no  

Cholesterol 

ICTE Cobas C 503 3 

ICTE Cobas C 503 3 

ICTE Cobas C 503 3 

Sample B – comment for the result:  nswer with 

reservation due to icterus  linity 12 

Sample B: Released with Icterus, the clinicians do not 

receive the numeric result Cobas 8000 c 702 19 

Would be answered as IKTER  Cobas 8000 c 702 20 

Sample B released as: Icteric  Cobas 8000 c 702 24 

Sample B released as: Icteric Cobas 8000 c 702 24 

Icterus Cobas 6000 c 501 28 

Failed due to icterus  Cobas 8000 c 702 54 

Icterus  linity 56 

Sample B Icterus Cobas 8000 c 702 106 

Icteric in sample B. Repeated collection of material is 

recommended. Cobas c 303 742 

Comment with the answer: Cannot be performed due to 

icterus.   linity 750 

The patient has elevated bilirubin. The analytic result er 

falsely too low.   linity 2552 

The analytical answer is falsely too low, up to 10% too low 

due to high bilirubin in the sample  linity 2553 

The analytical answer is falsely too low, up to 10% too low 

due to high bilirubin in the sample  linity 2553 

Icteric sample. Gives too low a result Cobas 8000 c 702 2602 

Sample B: Icteric sample, may affect the result  linity 2626 

Sample B: Icteric sample, may affect the result  linity 2626 

Sample B: Icteric sample. Uncertain result Cobas C 503 2628 

Icteric interference Cobas 6000 c 501 2649 

Icteric interference Cobas 6000 c 501 2649 

High icterus. Falsely low result: Comment: The analytical 

result may be falsely too low due to the patient having 

high bilirubin  linity 2653 

The result would not have been released for Sample B. 

Comment: May be falsely too low due to high bilirubin in 

the sample  linity 2661 

Creatinine Would have been centrifuged with an icterus-filter Cobas 8000 c 702 20 
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Sample B is filtered in a centrifuge and the analysis 

repeated Cobas 8000 c 702 24 

Sample B is filtered in a centrifuge and the analysis 

repeated Cobas 8000 c 702 24 

Result released with caution due to icterus, the result may 

be up to 20% falsely too low Cobas 8000 c 702 54 

Sample B Icterus Cobas 8000 c 702 106 

Icteric in sample B. Repeated collection of material is 

recommended. Cobas c 303 742 

Icteric in sample B. Repeated collection of material is 

recommended. Cobas c 303 744 

Icteric in sample B. Repeated collection of material is 

recommended. Cobas c 303 744 

Icteric sample. Gives too low a result Cobas 8000 c 702 2602 

Sample B: Icteric sample, may give a falsely too low result   linity 2626 

Sample B: Icteric sample, may give a falsely too low result  linity 2626 

 otassium 
 bove the limit for ringing for everyone older than 1 

month. Serum free of hemolysis → on both samples  linity 2653 

 

 



4131 DK - HIL-indeks
SUMMARY REPORT FOR METODEGRUPPE Udsendelse 3 - 2026.

Component Mean Sd CV sem N Outliers

P- Cholesterol Sample ’Gqn’
Alle 4,19 0,0755 1,805 0,00775 95 8
Alinity 4,19 0,054 1,291 0,01103 24 7
Architect 4,31 0,0354 0,821 0,025 2 0
Atellica 4,23 0,0688 1,627 0,01719 16 1
Cobas c-modul 4,17 0,0749 1,797 0,01049 51 0
Cobas e-modul 4 1 0
Vitros 4,3 1 0

P- Cholesterol Sample ’Hgd’
4,19
3,91 0,273 6,99 0,028 95 7
3,88 0,063 1,625 0,0126 25 6
3,95 0,0283 0,716 0,02 2 0
4,47 0,0845 1,89 0,0211 16 1
3,74 0,0691 1,847 0,00968 51 0

Transferred target value from Sample A
Alle
Alinity
Architect
Atellica
Cobas c-modul 
Vitros 4,2 1 0

P- Creatininium Sample ’Gqn’
Alle 81,3 2,6 3,2 0,255 104 8
Enzymatic 81,1 2,23 2,75 0,226 97 5
Jaffe 84,5 4,86 5,75 1,837 7 3

P- Creatininium Sample ’Hgd’
81,3
80,4 4,89 6,08 0,48 104 8
79,8 3,89 4,87 0,395 97 5

Transferred target value from Sample A
Alle
Enzymatic
Jaffe 88,3 9,51 10,76 3,59 7 3

P- Ferritin Sample ’Gqn’
Alle 59,6 8,89 14,91 0,932 91 6
Alinity 63,2 2,68 4,24 0,516 27 5
Architect 57,5 1,414 2,46 1 2 0
Atellica 40,5 2,31 5,7 0,617 14 1
Cobas c-modul 63,5 2,35 3,7 1,049 5 0
Cobas e-modul 63,6 3,41 5,36 0,526 42 0
Vitros 49 1 0

P- Ferritin Sample ’Hgd’
59,6
59,9 8,96 14,96 0,94 91 6
63 3,07 4,87 0,59 27 5
57,8 1,414 2,45 1 2 0
42,9 10,17 23,7 2,72 14 1
63,8 2,31 3,62 1,034 5 0
63,6 3,4 5,35 0,525 42 0

Transferred target value from Sample A
Alle
Alinity
Architect 
Atellica
Cobas c-modul 
Cobas e-modul 
Vitros 47 1 0

P- H - Hæmolyse Index Sample ’Gqn’
0,0459
0,049 0,0151 30,8 0,001459 107 8
0,0436 0,01319 30,3 0,00264 25 6
0,045 0,00707 15,71 0,005 2 0
0,0405 0,0133 32,9 0,00323 17 1
0,0536 0,01489 27,8 0,001876 63 0

Special target value 
Alle
Alinity 
Architect
Atellica
Cobas c-modul
Vitros 0 1

P- H - Hæmolyse Index Sample ’Hgd’
0,0459
0,0395 0,022 55,8 0,00213 107 8
0,0444 0,0204 46 0,00409 25 6
0,05 0,01414 28,3 0,01 2 0
0,0455 0,01974 43,4 0,00479 17 1
0,0356 0,0229 64,4 0,00289 63 0

Transferred target value from Sample A
Alle
Alinity
Architect
Atellica
Cobas c-modul
Vitros 0 1

P- I - Icterisk Index Sample ’Gqn’
14,9
15,72 3,63 23,1 0,354 105 10
15,15 0,935 6,18 0,1994 22 9
16 0,283 1,768 0,2 2 0
13,05 4,13 31,7 1,002 17 1
16,34 3,06 18,75 0,386 63 0

Special target value 
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Vitros 34,2 1 0
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4131 DK - HIL-indeks
SUMMARY REPORT FOR METODEGRUPPE Udsendelse 3 - 2026.

Component Mean Sd CV sem N Outliers

P- I - Icterisk Index Sample ’Hgd’
246
251 27,6 10,99 2,66 107 8
267 31,2 11,7 6,25 25 6
284 2,12 0,748 1,5 2 0
219 15,24 6,97 3,81 16 2
252 20,6 8,15 2,59 63 0

Special target value
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Vitros 205 1 0

P- Kalium-ion Sample ’Gqn’
Alle 6,51 0,0875 1,344 0,0085 106 8
Alinity 6,5 0,0648 0,997 0,01296 25 6
Architect 6,51 0,01414 0,217 0,01 2 0
Atellica 6,39 0,0524 0,82 0,01271 17 1
Cobas c-modul 6,53 0,0526 0,805 0,00822 41 0
Cobas ISE-modul 6,54 0,0946 1,446 0,0212 20 1
Vitros 4600 6,8 1 0

P- Kalium-ion Sample ’Hgd’
6,51
6,51 0,0785 1,204 0,00766 105 9
6,51 0,0605 0,93 0,0121 25 6
6,52 0,0212 0,326 0,015 2 0
6,4 0,0483 0,755 0,01207 16 2
6,54 0,055 0,84 0,00859 41 0
6,56 0,068 1,036 0,01484 21 0

Transferred target value from Sample A
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Cobas ISE-modul 
Vitros 4600 0 1

P- L - Lipæmisk Index Sample ’Gqn’
0,161
0,1848 0,0714 38,7 0,00684 109 4
0,1296 0,01594 12,3 0,00319 25 3
0,13 0 0 0 2 0
0,1318 0,1337 101,4 0,0324 17 1
0,222 0,0256 11,5 0,00322 63 0
0,2 1 0

Special target value
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Cobas t711 
Vitros 0,2 1 0

P- L - Lipæmisk Index Sample ’Hgd’
0,161
0,232 0,0969 41,7 0,00928 109 4
0,1496 0,0314 21 0,00628 25 3
0,14 0 0 0 2 0
0,155 0,1322 85,3 0,0321 17 1
0,287 0,0574 20 0,00724 63 0
0,4 1 0

Transferred target value from Sample A
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Cobas t711 
Vitros 0,2 1 0

P- Lactatdehydrogenase(LD, LDH) Sample ’Gqn’
Alle 351 13,3 3,78 1,336 99 6
Alinity 357 13,52 3,79 2,7 25 4
Architect 339 7,71 2,28 5,45 2 0
Atellica 351 4,9 1,396 1,187 17 1
Cobas c-modul 350 13,59 3,88 1,849 54 1
Vitros 4600 314 1 0

P- Lactatdehydrogenase(LD, LDH) Sample ’Hgd’
351
354 13,76 3,88 1,376 100 6
363 13,03 3,59 2,61 25 4
351 3,96 1,128 2,8 2 0
352 4,61 1,309 1,117 17 1
352 13,44 3,82 1,812 55 1

Transferred target value from Sample A
Alle
Alinity 
Architect
Atellica
Cobas c-modul 
Vitros 4600 308 1 0

P- Phosphat(P, uorganisk) Sample ’Gqn’
1,65
1,66 0,0419 2,52 0,00416 101 5
1,656 0,0306 1,848 0,00612 25 4
1,69 0,0283 1,674 0,02 2 0
1,706 0,0393 2,3 0,00983 16 1
1,648 0,0389 2,36 0,00515 57 0

Special target value
Alle
Alinity 
Architect 
Atellica
Cobas c-modul
Vitros 1,67 1 0
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4131 DK - HIL-indeks
SUMMARY REPORT FOR METODEGRUPPE Udsendelse 3 - 2026.

Component Mean Sd CV sem N Outliers

P- Phosphat(P, uorganisk) Sample ’Hgd’
1,65
1,664 0,0356 2,14 0,00356 100 6
1,679 0,0274 1,629 0,00547 25 4
1,7 0,01414 0,832 0,01 2 0
1,69 0,0319 1,889 0,00798 16 1
1,648 0,0327 1,986 0,00437 56 1

Transferred target value from Sample A
Alle
Alinity 
Architect 
Atellica
Cobas c-modul 
Vitros 1,68 1 0
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4131 DK - HIL-indeks - EKSEMPEL RAPPORT
Udsendelse 3 - 2026. Laboratorie nr. 500, resultat id. 500

Metodesæt 2 ()
P- Cholesterol - Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity

Gqn ('Sample A')
M

ß
ß
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à
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Eget resultat: 4,16 mmol/L (afv. -0,6%)
Middelværdi af alle (M): 4,19 mmol/L
Acceptinterval (M ± 8,6%): 3,83 - 4,55 mmol/L

Producentgruppe
Metodegruppe
Alle

Middel
4,20
4,19
4,19

sd
0,06
0,05
0,08

CV%
1,5
1,3
1,8

SEM
0,0
0,0
0,0

N
26
24
95
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Eget resultat: 3,86 mmol/L (afv. -7,9%)
Targetværdi overført fra Sample A (T): 4,19 mmol/L
Acceptinterval (T ± 8,6%): 3,83 - 4,55 mmol/L

Producentgruppe
Metodegruppe
Alle

Middel
3,88
3,88
3,91

sd
0,06
0,06
0,27

CV%
1,6
1,6
7,0

SEM
0,0
0,0
0,0

N
27
25
95
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Metodesæt 1 ()
P- Creatininium - Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Enzymatic

Gqn ('Sample A')
M
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Eget resultat: 78 µmol/L (afv. -4,1%)
Middelværdi af alle (M): 81,3 µmol/L
Acceptinterval (M ± 7,8%): 75,0 - 87,7 µmol/L

Producentgruppe
Metodegruppe
Alle

Middel
79,7
81,1
81,3

sd
1,38
2,23
2,60

CV%
1,7
2,7
3,2

SEM
0,3
0,2
0,3

N
25
97

104

Hgd ('Sample B')
T
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Eget resultat: 77 µmol/L (afv. -5,3%)
Targetværdi overført fra Sample A (T): 81,3 µmol/L
Acceptinterval (T ± 7,8%): 75,0 - 87,6 µmol/L

Producentgruppe
Metodegruppe
Alle

Middel
78,2
79,8
80,4

sd
2,42
3,89
4,89

CV%
3,1
4,9
6,1

SEM
0,5
0,4
0,5

N
25
97

104
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Metodesæt 3 ()
P- Ferritin - Instrument: Cobas Pro e 801
Producentgruppe: Roche Metodegruppe: Cobas e-modul

Gqn ('Sample A')
M
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Eget resultat: 63 µg/L (afv. 5,6%)
Middelværdi af alle (M): 59,6 µg/L
Acceptinterval (M ± 21,9%): 46,6 - 72,7 µg/L

Producentgruppe
Metodegruppe
Alle

Middel
63,6
63,6
59,6

sd
3,29
3,41
8,89

CV%
5,2
5,4

14,9

SEM
0,5
0,5
0,9

N
47
42
91

Hgd ('Sample B')
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Eget resultat: 64 µg/L (afv. 7,4%)
Targetværdi overført fra Sample A (T): 59,6 µg/L
Acceptinterval (T ± 21,9%): 46,5 - 72,7 µg/L

Producentgruppe
Metodegruppe
Alle

Middel
63,6
63,6
59,9

sd
3,28
3,40
8,96

CV%
5,2
5,3

15,0

SEM
0,5
0,5
0,9

N
47
42
91
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4131 DK - HIL-indeks - EKSEMPEL RAPPORT
Udsendelse 3 - 2026. Laboratorie nr. 500, resultat id. 500

Metodesæt 1 ()
P- H - Hæmolyse Index - Instrument: Cobas 6000 c 501
Producentgruppe: Roche Metodegruppe: Cobas c-modul

Gqn ('Sample A')
S
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N
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Own result: 7 [*mg/dL]= 0,07 g/L (dev. 52,5%)
Special target value (S): 0,0459 g/L
Acceptance interval (S ± 12,2%): 0,0403 - 0,0515 g/L

Manufact. Group
Method group
All

Mean
0,0536
0,0536
0,0490

sd
0,01
0,01
0,02

CV%
27,8
27,8
30,8

SEM
0,0
0,0
0,0

N
63
63

107

Hgd ('Sample B')
T
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N
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Own result: 6 [*mg/dL]= 0,06 g/L (dev. 30,7%)
Transferred target value from Sample A (T): 0,0459 g/L
Acceptance interval (T ± 12,2%): 0,0403 - 0,0515 g/L

Manufact. Group
Method group
All

Mean
0,0356
0,0356
0,0395

sd
0,02
0,02
0,02

CV%
64,4
64,4
55,8

SEM
0,0
0,0
0,0

N
63
63

107
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Metodesæt 1 ()
P- I - Icterisk Index - Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity

Gqn ('Sample A')
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Eget resultat: 14,7 [*µmol/L]= 14,7 µmol/L (afv. -1,3%)
Speciel targetværdi (S): 14,9 µmol/L
Acceptinterval (S ± 29%): 10,58 - 19,22 µmol/L

Producentgruppe
Metodegruppe
Alle

Middel
15,22
15,15
15,72

sd
0,93
0,94
3,63

CV%
6,1
6,2

23,1

SEM
0,2
0,2
0,4

N
24
22
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Hgd ('Sample B')
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Eget resultat: 285 [*µmol/L]= 285 µmol/L (afv. 15,9%)
Speciel targetværdi (S): 246 µmol/L
Acceptinterval (S ± 29%): 174,7 - 317,3 µmol/L

Producentgruppe
Metodegruppe
Alle

Middel
268
267
251

sd
30,34
31,23
27,56

CV%
11,3
11,7
11,0

SEM
5,8
6,2
2,7

N
27
25

107
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Metodesæt 1 ()
P- Kalium-ion - Instrument: Cobas C 503
Producentgruppe: ISE-indirekte Metodegruppe: Cobas c-modul

Gqn ('Sample A')
M

ß
ß
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6.2 6.4 6.6 6.8 mmol/L

N
o.

Own result: 6,4 mmol/L (dev. -1,6%)
Mean of all (M): 6,51 mmol/L
Acceptance interval (M ± 7,4%): 6,03 - 6,99 mmol/L

Manufact. Group
Method group
All

Mean
6,50
6,53
6,51

sd
0,08
0,05
0,09

CV%
1,3
0,8
1,3

SEM
0,0
0,0
0,0

N
105

41
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Own result: 6,4 mmol/L (dev. -1,7%)
Transferred target value from Sample A (T): 6,51 mmol/L
Acceptance interval (T ± 7,4%): 6,03 - 6,99 mmol/L

Manufact. Group
Method group
All

Mean
6,51
6,54
6,51

sd
0,08
0,05
0,08

CV%
1,2
0,8
1,2

SEM
0,0
0,0
0,0

N
105
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4131 DK - HIL-indeks - EKSEMPEL RAPPORT
Udsendelse 3 - 2026. Laboratorie nr. 500, resultat id. 500

Metodesæt 1 ()
P- L - Lipæmisk Index - Instrument: Atellica
Producentgruppe: Siemens Metodegruppe: Atellica

Gqn ('Sample A')
S
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N
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Own result: 0,12 g/L (dev. -25,5%)
Special target value (S): 0,161 g/L
Acceptance interval (S ± 22,5%): 0,1248 - 0,1972 g/L

Manufact. Group
Method group
All

Mean
0,1318
0,1318
0,1848

sd
0,13
0,13
0,07

CV%
101,4
101,4

38,7

SEM
0,0
0,0
0,0

N
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Hgd ('Sample B')
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Own result: 0,11 g/L (dev. -31,7%)
Transferred target value from Sample A (T): 0,161 g/L
Acceptance interval (T ± 22,5%): 0,1248 - 0,1972 g/L

Manufact. Group
Method group
All

Mean
0,1550
0,1550
0,2324

sd
0,13
0,13
0,10

CV%
85,3
85,3
41,7

SEM
0,0
0,0
0,0

N
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Metodesæt 2 ()
P- Lactatdehydrogenase(LD, LDH) - Instrument: Architect
Producentgruppe: Abbott Metodegruppe: Architect

Gqn ('Sample A')
M
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Eget resultat: 333,2 U/L (afv. -5,2%)
Middelværdi af alle (M): 351 U/L
Acceptinterval (M ± 10,2%): 315 - 387 U/L

Producentgruppe
Metodegruppe
Alle

Middel
356
339
351

sd
13,99

7,71
13,30

CV%
3,9
2,3
3,8

SEM
2,7
5,5
1,3

N
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Eget resultat: 348,3 U/L (afv. -0,8%)
Targetværdi overført fra Sample A (T): 351 U/L
Acceptinterval (T ± 10,2%): 315 - 387 U/L

Producentgruppe
Metodegruppe
Alle

Middel
362
351
354

sd
12,96

3,96
13,76

CV%
3,6
1,1
3,9

SEM
2,5
2,8
1,4

N
27
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Metodesæt 1 ()
P- Phosphat(P, uorganisk) - Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity

Gqn ('Sample A')
S
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Eget resultat: 1,666 mmol/L (afv. 1,0%)
Speciel targetværdi (S): 1,65 mmol/L
Acceptinterval (S ± 9,6%): 1,492 - 1,808 mmol/L

Producentgruppe
Metodegruppe
Alle

Middel
1,659
1,656
1,660

sd
0,03
0,03
0,04

CV%
1,9
1,8
2,5

SEM
0,0
0,0
0,0

N
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Hgd ('Sample B')
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Eget resultat: 1,669 mmol/L (afv. 1,2%)
Targetværdi overført fra Sample A (T): 1,65 mmol/L
Acceptinterval (T ± 9,6%): 1,492 - 1,808 mmol/L

Producentgruppe
Metodegruppe
Alle

Middel
1,680
1,679
1,664

sd
0,03
0,03
0,04

CV%
1,6
1,6
2,1

SEM
0,0
0,0
0,0

N
27
25
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