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Program no.: Analysis period: Deadline for reporting: Published
4131 DK 02.02.2026 — 12.02.2026 16.02.2026 13.03.2026

Information regarding the target values for all analytes

In this round there has been extensive delays in the shipment of samples due to problems from the
postal service provider.

This has affected many laboratories. Therefore, we have calculated a “Special target value” for Sample A
for all analytes and the H-, I- and L-index as the mean of all samples analyzed before “last day of
analysis” (except for phosphate which is calculated with measurements until Day 4). This value is
transferred to Sample B and called “Transferred target value”. All values regardless of time of analyses
have been included in the graphical part, summary and tables in the report.

If your laboratory has been affected, either due to late analysis of the samples or lack of reporting your
measurements, a separate email has been send explaining the precautions that should be taken when
interpretating your results (see Appendix 2).

The quality assurance program HIL-index and interference examines both preanalytical, analytical and
postanalytical conditions.

Preanalytical conditions: determination of haemolysis (H), icterus (I) and lipemia (L) called the HIL-index in
the distributed samples. Is the determination of the HIL-index comparable among the groups of instruments?
Analytical: comparison of the analysis results of 7 components between a ‘normal’ sample without the
interference (Sample A) and a sample with added interference (Sample B). In this distribution the
interference caused by hemolysis is examined.

Postanalytical: sharing of the comments accompanying a result to the relevant department, had this been a
patient sample with inference outside of the allowable level.

The number of participants
Results from 84 sample sets have been reported in this round.

Control material
The two samples A and B are the same serum pool. Sample B is added hemolyzed, washed erythrocytes
and sample A is added the same amount of 0,9% NaCl solution.

Statistics

Target values and tolerance intervals

In this round all target values for both the indices and components are calculated with measurements
analyzed before “Last day of analysis”.

The target values in the graphics for the ‘normal’ components are the mean value of all the participants’
analysis results analyzed before “Last day of analysis” for Sample A. This value is called Special target
value and is indicated with S. Sample B’s target value is the same as for Sample A, called Transferred
target value and is indicated with T; any deviation from T is a measure of interference from hemolysis.

For the H-index, the target value is calculated for both Sample A and Sample B and marked with S. For the |-
and L-index the target value is calculated for Sample A, indicated with S and transferred as the target value
to Sample B and indicated with T. The calculated target values for the three indices are calculated as mean
of means for all manufacturers with more than 3 participants. Due to this principle of calculation the Special
target value is subject to some uncertainty, and it is unknown what the true level is. In this round the
manufacturers with more than three participants are Abbott, Roche and Siemens.
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Results for the method groups can be found in summary report prior to the individual graphical part.

For all three indices the graphical part shows a target value, which is seen in summary report for method
groups.

When the tolerance intervals are calculated based on the overall mean then it is assuming that the results
are normally distributed. If the distribution deviates unacceptable from normality in Sample A, there may be
an additional uncertainty on the mean value. If this happens a comment is made.

The background for the tolerance intervals and a guide to reading the report is found at deks.dk:
https://deks.dk/en/products/information-about-the-deks-programs/hil-index-3121-dk/

Outliers

Outliers are defined as results lying further from the average of all the results than 3.2 SD (standard
deviation). In this round no results have been set as manual outliers by DEKS as described in the beginning
of the report. The number of outliers is indicated in the last column in the summary.

Overview of instrument groups
Instrument group results for all ‘normal’ components, the H-index, the I-index and the L-index are found at
the pages "summary report” prior to the individual results in the report.

Results and comments

Preanalytical

Graphics
There are graphics for the hemolytic index, for the lipemic and for the icteric indexes. These can be seen in
the graphic part for your individual results.

Unit conversions

Note: Results which are not entered in the primary unit for the hemolytic index, for the icteric index or for the
lipemic index are recalculated to enable the comparison. The primary unit for hemolytic index is g/L, for the
icteric index it is pmol/L and for the lipemic index it is g/L.

If unit conversion is performed, it will be noted below the histogram as either:

“Own result: 19 mg/dL = 0,19 g/L”
Stating that DEKS has made a recalculation from mg/dL to g/L,

or as:

“Own result: 24 [*mg/dL] = 0,24 g/L”

Meaning that DEKS has assumed that your entered unit is false, and it has been substituted with mg/dL
followed by a recalculation to g/L.

For results given as an index value, the middle of the interval is chosen as the converted value.

Important: if you agree with the substitution, please change your method information (metode-oplysninger) in
DEKSonline, so it will be correct next time. If you do not agree, please contact DEKS and let us know.
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Uncertainty of results and tolerance intervals at lower concentrations

When results are reported as index values it gives a higher uncertainty to the converted values.

When a concentration of an (H-, |-, L-)index is truncated, either by the instrument or the LIS, the result’s
uncertainty increases. E.g. for the I-index some laboratories report only whole numbers (1, 2, 3 etc.) with the
unit mg/dL, which at low concentration means that the result is associated with a large uncertainty, simply
due to the rounding.

In both cases and at lower concentrations the uncertainty of the result may be large in relation to the
tolerance interval.

In those specific cases laboratories should be more lenient and allow for greater deviations. The same effect
is not pronounced at higher concentrations, so no lenience is recommended in those cases.

Hemolytic index'

News: This is the first round focusing on elevated hemolytic interference with the updated tolerance limit of
12,2% in contrast to the old limit of 5%.

For the hemolytic index the graphical part shows a target value, which is the “Special target value” (S) seen
in summary report for method groups. This applies for both Sample A and Sample B.

The ‘difference %’ is calculated from the “Special target value”. “Special target value” = ‘mean of means of all
manufactory groups, larger than 3 participants.’ Results for the method groups can be found in summary
report prior to the individual graphical part.

For sample B the most important results are shown in Table 1a.

Table 1a. The hemolytic index for each method group of Sample B. Difference% is the difference from the
‘Special target value’. Pink numbers indicate a difference higher than 12,2%, the suggested tolerance limit.

Method group R[Ziu]lt Diffeor/:ance Nun:\ber, Outlier
Special target

value 1,337

Alinity 1,253 -6,3 19 1
Architect 1,32 -1,3 2 0
Atellica 1,374 2,8 13 0
Cobas c-modul 1,293 -3,3 44 1
Cobas t711 1,24 -7,3 1

Vitros 1,37 2,5 1

The tolerance interval for the hemolytic index is 12,2% and all method groups where within the criteria in this
round, thus there is good agreement between methods groups when measuring the elevated hemolytic
index. This has previously been observed with similar hemolytic concentrations (1,345 g/L in 2023 and 1,36
g/L for the first index-targeted round in 2025).

It should be noted that the target value is calculated as an average of manufacturers levels and therefore, is
subject to some uncertainty and it is unknown what true level is. Please note: According to evaluations on
stability the H-index might be affected by longer transportation times at ambient temperature. Stability is not
affected if the sample has arrived before Day 5 and is stored refrigerated. If this is not the case random
variation may affect the measurement. This might be due to the simpler photometric measurements
employed for the H-index.

For Sample A the tolerance limit is not met for all but one method group (Atellica), but considering the lower
concentration, high percentual differences are to be expected.

1 Sample A for the H-index did not meet the criteria for normal distribution in this round.
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Thus, each laboratory should evaluate own results regarding their own cut-offs for analytes sensitive to
hemolysis. Furthermore, deviations at low concentrations leads to high relative deviations in percent:
“Difference %” (Table 1a).

Icteric index

The method groups Alinity and Architect show negative interference on the icteric index due to the elevated
hemolytic concentration in Sample B. This was also observed in 2023 with a similar hemolytic concentration
at 1,3 g/L. In 2024 and 2025 the hemolytic concentration was higher (1,61 g/L and 1,82 g/L, respectively),
and interference from hemolysis was also observed for Alinity and Architect as well as for Atellica, but only in
2024.

It should be noted that the icteric index is low, and the negative interference from hemolysis resulting in a
falsely reduced icteric index may be irrelevant. Despite this, it could potentially affect sensitive methods,
which should have been flagged for icteric interference. Thus, each laboratory should evaluate own results
regarding their own cut-offs for analytes sensitive to icterus.

Furthermore, it should be noted that deviations at low concentrations leads to high relative deviations in
percent: “Difference %" in Table 1b.

Table 1b. The icteric index for each method group of Sample A and Sample B. Difference in % is the
difference between Sample A and B. The number n is for results reported for sample B. Pink numbers
indicate a difference higher than 29%, the suggested tolerance limit.

The “Special target value for Sample A” is calculated based on measurements analysed before “Last day of
analysis”. For more information see box at the start of the report and Appendix 2.

l-index
Special target value for Sample A: 15,5
Sample A | Sample B | Difference | Number, n based
[umol/L] | [umol /L] % on Sample B
Alle 15,79 13,75 -12,9 80
Alinity 15,09 6,38 -57,7 19
Architect 17,25 7,85 -54,5 2
Atellica 14,38 14,05 -2,3 13
Cobas c-modul 16,77 16,57 -1,2 45
Cobas t711 0 - - 1
Vitros - 34,2 - 1

Lipemic index?

For the lipemic index almost all manufactures except Vitros show interference from hemolysis on the lipemic
index. Similar effects have been observed previously at concentrations comparable (1,3 g/L in 2023) or
higher (1,61 g/L in 2024 and 1,82 g/L in 2025) hemolytic concentrations.

The falsely elevated lipemic index due to interference from hemolysis may lead to other components being
flagged as affected by the false lipemic interference. The chain reaction effect is instrument- and component-
specific. Thus, we do not know the extent of the problem.

It should be noted that the lipemic index is very low, thus the effect of the hemolytic interference may be
irrelevant. The falsely elevated L-index might locally reach a threshold level that triggers warnings about
lipemic interference on other analytes. Thus, each laboratory should evaluate own results regarding their

2 Sample A for the L-index did not meet the criteria for normal distribution in this round
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own cut-offs for analytes sensitive to lipemia. Furthermore, deviations at low concentrations leads to high
relative deviations in percent: “Difference %” (Table 1c).

Table 1c. The lipemic index for each method group of sample A and Sample B. Difference in % is the
difference between Sample A and B. The number n is for results reported for sample B. Pink numbers
indicate a difference higher than 22,5%, the suggested tolerance limit.

The “Special target value for Sample A” is calculated based on measurements analysed before “Last day of
analysis”. For more information see box at the start of the report and Appendix 2.

L-index
Special target value for Sample A: 0,1583

Sample A | Sample B | Difference | Number, n based

[g/L] [g/L] % on Sample B

Alle 0,204 0,297 45,6 82
Alinity 0,1225 0,304 148,2 20
Architect 0,115 0,31 169,6 2
Atellica 0,0341 0,0615 80,4 13
Cobas c-modul 0,284 0,356 25,4 45
Cobas t711 0,3 0,6 100,0 1
Vitros 0,2 0,2 0,0 1

Analytical

The Special target value for Sample A for all components (except phosphate) shown in the graphical part
and in the summary are the mean of all results analyzed before “last day of analysis”. Due to many results
being analyzed after this day, all results are shown in the graphical part even the ones not included in the
calculation of the target value. If you have submitted results that are analyzed too late, precaution should be
taken when interpreting those results. For more information see Appendix 2 or the email send.

Components with interference

In this round interference is found in 2 out of 7 components. The components are bilirubin (conjugated) and
lactate dehydrogenase (LDH) where interference is seen with hemoglobin, see Table 2a.

We recommend the participants in the relevant method groups to follow up on individual results in concern to
internal procedure.

Bilirubin(conjugated)?

Bilirubin has been included in the program since 2022.

Interference from hemolysis results in negative interference exceeding the updated tolerance limit of 20,5%
(previously 10%) in all method groups except Atellica.

A similar degree of interference was observed in 2023, where the hemolytic concentration was 1,3 g/L. In
that round interference was also observed for Atellica.

In general, we have observed that the bilirubin concentration is affected negatively by hemolytic interference
for most method groups when concentrations are above 1,3 g/L. In 2022 the concentration was 0,418 g/L
and at this level interference was not observed for Alinity, Architect and Cobas c-modul.

3 Results on Sample A showed a non-normal distribution, this could be due to the inclusion of results analyzed after ’last day of
analysis’ or it could be due to systematic differences (bias) between instruments.
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Lactatedehydrogenase (LDH, LD)

As it is known that the content of LHD is high in erythrocytes, interference is expected, although the level of
interference is unknown and therefore LDH is included in the scheme.

All method groups show positive interference from hemolysis on the measurements of LDH. This aligns with
results from the round in 2023 with a similar hemolytic concentration at 1,3 g/L, where positive interference

was also observed for all method groups.

Table 2a. Components with interference.

Difference in % is the difference between sample A and B. The number n is for results reported for sample B.
Red figures indicates that the tolerance limits have been exceeded.

The “Special target value for Sample A” is calculated based on measurements analysed before “Last day of
analysis”. For more information see box at the start of the report and Appendix 2.

Bilirubin(conjugated) Lactatdehydrogenase(LD, LDH)
Special target value for Sample A: 3,76 Special target value for Sample A: 171
Number, n Number, n
Sample | Sample | Difference | based on | Tolerance Sample | Sample | Difference | based on | Tolerance
A B % Sample B | limit % A B % SampleB | limit %
Alle 3,93 3,01 -23,4 42 Alle 166,7 340 104,0 66
Alinity 2,94 2,08 -29,3 11 Alinity 160,4 | 336 109,5 16
Architect 3,5 2,6 -25,7 1 205 Architect 160,4 324 102,0 2
Atellica 4,6 4,03 -12,4 6 Atellica 171,6 338 97,0 10
Cobas c-modul 417 32 233 24 Cobac c-modul | 167,7 343 104,5 37
Vitros 4600 188 327 73,9 1

Components without interference

Estimated by the average of the method groups measured before “Last day of analysis”, there was no
interference for cholesterol, ferritin, potassium, phosphate and creatinine regarding the tolerance limits
(Table 2b).

Phosphate

Late measurement of phosphate could give a tendency to an elevated level; thus after 4 days the sample are
considered unstable regarding phosphate. Therefore, the selected target value for phosphate is the mean of
measurements of Sample A analyzed day 0-4. Notice that all measurements are included in the summary
and graphic part. Each participant should follow up on individual results if phosphate is analyzed after day 4.
Further, two tables are shown: One with all results and one with results from day 1-4. Please notice that the
difference between sample A and sample B in the table with all results should be interpreted with some
caution as they may be prone to falsely high level. Despite this, the tendencies shown as well as the relative
differences between instruments are comparable between the two tables except for Alinity. In the table “All
results” the method group Alinity shows positive interference from hemolysis above the tolerance limits, but
this is due to late analysis. Thus, laboratories using Alinity should be extra careful when interpreting their
results (see Appendix 2 or mail send).
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Ferritin

As seen in the graphic part and in Table 2b, systematic differences are seen between the major method
groups when measuring ferritin. This is observed for both samples; thus, the difference is independent of
hemolysis. The reason for this is not known. Further, the same pattern of relative levels of ferritin levels
between method groups have been observed in previous rounds e.g., Atellica is in the lower end of the
distribution and Cobas is in the higher end.

It should be noted that there are differences between methods for ferritin.

The results from all components can be found in "summary report” which can be found before the laboratory
specific graphics in this report.

Table 2b. Components without interference.

Difference in % is the difference between sample A and B. The number n is for results reported for sample B.
The “Special target value for Sample A” is calculated based on measurements analysed before “Last day of
analysis”. For more information see box at the start of the report and Appendix 2.

Creatinine Ferritin
Special target value for Sample A: 78 Special target value for Sample A: 771

Number, n Number, n

Sample | Sample | Difference | based on | Tolerance Sample | Sample | Difference | based on | Tolerance
A B % Sample B | limit % A B % Sample B | limit %

Alle 78,1 76,6 -1,9 75 Alle 795 800 0,6 64
Abbott 75,7 72 -4,9 16 Alinity 780 799 2,4 17
Architect 75 74,7 -0,4 2 Architect 785 750 -4,5 2
Atellica 77,6 76,3 -1,7 13 7,8 Atellica 544 545 0,2 10
Cobas c-modul 79,7 78,5 -1,5 39 Cobas c-modul | 841 883 5,0 3
ﬁfob;jllcj'a o 65 | 791 34 . Cobas e-modul | 881 880 -0,1 31
Vitros 76 72 53 1 Vitros 774 753 -2,7 1
Cholesterol P- Potassium-ion
Special target value for Sample A: 4,13 Special target value for Sample A: 6,85

Number, n Number, n

Sample | Sample | Difference | based on | Tolerance Sample | Sample | Difference | based on | Tolerance
A B % Sample B | limit % A B % Sample B | limit %
Alle 4,13 4,2 1,7 70 Alle 6,86 7,3 6,4 73
Alinity 4,11 4,16 1,2 16 Alinity 6,85 7,31 6,7 18
Architect 4,18 4,22 1,0 2 Architect 6,84 7,27 6,3 2
Atellica 4,14 4,25 2,7 13| 86 Atellica 6,77 7,2 6,4 8
Cobas c-modul 4,13 4,2 1,7 37 Cobas c-modul 6,93 7,34 5,9 22
E-
Cobas e-modul 4 4,1 2,5 1 E]oobdajlls 6,85 7,29 64 22
Vitros 4,2 4,2 00 E Vitros 4600 7 7,5 71 1
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Phosphate - results day 0-4 Phosphate - all results
Special target value for Sample A: 1,08 Special target value for Sample A: 1,08
Number, n Number, n
Sample | Difference | based on Tolerance Sample | Sample | Difference | based on Tolerance
Sample A | B % Sample B | limit % A B % Sample B | limit %
Alle 1,084 1,167 7,7 29 Alle 1,11 1,203 8,4 71
Alinity 1,126 1,223 8,6 1 Alinity 1,119 1,233 10,2 15
Architect - - - - Architect 1,115 1,22 9,4 2
9,6 9,6
Atellica 1,089 1,162 6,7 8 Atellica 1,098 1,186 8,0 12
Cobas c-modul 1,076 1,163 8,1 19 Cobas c-modul 1,109 1,195 7,8 41
Vitros 1,17 1,22 4,3 1 Vitros 1,17 1,22 4,3 1

Postanalytical

For mutual inspiration and to strengthen the postanalytical part, we continue to encourage all participants to
share their potential comments to the clinicians (the comments that would have accompanied the result of an
analysis request). It should be noted, that when we in the following refer to laboratories that should have
included a comment, we cannot differentiate between a true missing comment or a comment which have not
been submitted to DEKS.

We recommend that you look at your own results and compare them to any comments made, especially in
relation to your own tolerance limits. Thus, if your own result for Sample B is within the tolerance limit, then
no comment should have been made. If a comment is made, then there is a risk of rejecting a correct result.
If the result is outside the tolerance limit, then a comment should be made. If no comment is made, then
there is a risk of releasing a result that is falsely too high or low.

In appendix 1, the comments for clinicians can be seen. This time 112 comments have been reported.

Bilirubin (Conjugated)

Negative interference from hemolysis on bilirubin measurement was observed for all methods groups except
Atellica. Despite this only 10 comments were reported in concern to hemolysis, and 21 laboratories should
have included a comment about interference but did not. Assuming they would not have included a comment
or would not have withheld the result, they are having a general risk of releasing an answer that are falsely
low in a true clinical situation. In the rounds in 2024 and 2025 (we started coupling the three phases in 2024)
investigating hemolytic interference, it was also found that roughly half the results should have included a
comment.

Lactatedehydrogenase (LDH, LD)

The many comments on LDH reflects the expected and found interference from hemolysis shown in Table
2b. Out of the 40 comments reported 38 was given correctly as the difference between Sample A and B due
to hemolysis exceeded the tolerance limits. 28 laboratories should have included a comment but did not.
They are therefore having a general risk of releasing an answer that are falsely high in a true clinical
situation. The same pattern was seen in 2024 and 2025, in which roughly half of the laboratories also should
have included a comment.

Potassium

Based on the method group mean, the potassium results could in this round have been given to a clinician
without a comment. In total 41 comments were reported, but only one of these were given correctly. Thus, 40
laboratories submitted an unnecessary comment for potassium which could result in falsely withholding a
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useful result. This is opposite the pattern seen in 2025, where over half of the laboratories should have
included a comment.

Ferritin
10 laboratories made comments with concerns about hemolysis, though no large interferences are seen,
thus risking withholding results.

End of report

Questions and comments to this scheme are always welcome to Sanne Schou: sanne.schou@deks.dk or
Anna Borup: anna.borup@deks.dk

Next round/rounds
Round 02 (i): 16.03.2026
Round 03: 18.05.2026
Round 04 (i): 17.08.2026
Round 05: 28.09.2026
Round 06 (i): 02.11.2026

(i): Index-targeted round. You will only receive a report if your laboratory is registered for 6 rounds.

Kind regards

Sanne Schou and Anna Borup

Program coordinators Program expert Approved by
Anna Borup Charlotte Gils MP

@ 3863 4402 Medical Doctor 13.03.2026
#=7 anna.borup@deks.dk Department of Clinical Biochemistry

Odense University Hospital
Sanne Schou
& 3863 4405
#7 sanne.schou@deks.dk
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Appendix 1 Postanalytical
The laboratories’ comments to the clinicians, shown here for mutual inspiration, as there are differences in
the way hemolytic test results are handled.

The following comments have accompanied the result of an analysis request.

Component Answer to the clinician for sample B Instrument DEKS
no.
Cholesterol Hemolysis in the B sample does not affect the test result. Cobas c 303 742
Hemolysis in Sample B Alinity 56
Sample B: Effect of hemolysis Cobas c 303 695
Sample B: Effect of hemolysis Cobas C 503 695
Sample B: Cannot be performed due to hemolysis Alinity 750
Uncertain result due to hemolysis in the sample Alinity 2552
Sample B = released answer: hemolysis Cobas c 703 2559
Bilirubin (konj.) Severe hemolysis. Hemolysis gives significantly lower
results. A new testis recommended Cobas 8000 c 702 | 2602
<2. Significantly hemolyzed sample, gives falsely low value | Cobas 8000c 702 | 2610
Additional comment for Sample B: Severe hemolysis. Gives
significantly lower result. New sample is recommended Cobas C 503 2623
The answer is not given to the patient, but a commentis
entered. Comment: The analysis cannot be performed due
to hemolysis in the sample material Alinity 2653
Creatinine Hemolysis in the B sample does not affect the test result. Cobas c 303 742
B: HEMO Cobas Pro e 801 3
B: HEMO Cobas Pro e 801 3
HEMO Cobas Pro e 801 3
Hemo replaces the answer for Sample B Cobas 8000e602 | 19
Eerritin B reported as: Hemolysis Cobas 8000e801 | 24
B reported as: Hemolysis Cobas 8000e801 | 24
As patient result Hemolysis Cobas 8000e801 | 51
As patient result Hemolysis Cobas 8000e 801 | 51
Sample B = released answer: hemolysis Cobas 8000e 801 | 2559
Hemolysis. May give too high result Cobas 8000e 801 | 2602
B. HEMO Cobas C 503 3
B: HEMO Cobas C 503 3
B: HEMO Cobas C 503 3
Sample B: Not performed, sample hemolyzed Atellica 7
LDH Sample B: Not performed, sample hemolyzed Atellica 7
Sample B: Not performed, sample hemolyzed Atellica 7
Hemo replaces the answer for Sample B Cobas 8000c 702 | 19
B reported as: Hemolysis Cobas 8000c702 | 24
B reported as: Hemolysis Cobas 6000c 501 | 24
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B reported as: Hemolysis Cobas 8000c702 | 24
Hemolysis Cobas 6000 c 501 | 28
Answer for HIL B released as hemolysis Vitros 4600 33
Sample B: Hemolysis Cobas 8000c 702 | 35
As patient result Hemolysis Cobas C503 51
As patient result Hemolysis Cobas C 503 51
Sample B cannot be submitted due to hemolysis Cobas 8000c 702 | 54
Hemolysis Alinity 56
Hemolysis Cobas 8000c 702 | 106
Sample B: Effect of hemolysis Cobas C 503 695
Sample B: Effect of hemolysis Cobas ¢ 303 695
B-sample: The result can not be answered reliable. Kindly
ask to have another sample. Cobas 6000 ¢ 501 | 733
B-sample: The result can not be answered reliable. Kindly
ask to have another sample. Cobas 6000c 501 | 733
Hemolysis in sample B. Repeated collection of materialis
recommended. Cobas c 303 742
Sample B: Cannot be performed due to hemolysis Alinity 750
The analysis cannot be performed due to hemolysis in the
LDH sample. Please order a new sample Alinity 2552
(continued) 116 answer can be falsely too high due to hemolysis Alinity 2554
Sample B = released answer: hemolysis Cobas c 703 2559
Hemolysis. Cannot be analyzed Cobas 8000 ¢ 702 | 2602
Sample B: Hemolysis detected. LD can be falsely elevated. | Atellica 2604
Additional comment for Sample B: Hemolysis in the
sample: Results in elevated LD Cobas C 503 2623
Due to severe hemolysis in the sample, the result will not
be reported as it is falsely too high. A new sample may need
to be ordered Alinity 2626
Due to severe hemolysis in the sample, the result will not
be reported as it is falsely too high. A new sample may need
to be ordered Alinity 2626
Sample B: Hemolysis. Cannot be analyzed Cobas C 503 2628
Sample B: Hemolysis. Cannot be analyzed Cobas C 503 2628
Answer released, but recommends a new sample due to
hemolysis Cobas c 303 2651
Answer released, but recommends a new sample due to
hemolysis Cobas c 303 2651
The answer is not given to the patient, buta commentis
entered. Comment: The analysis cannot be performed due
to hemolysis in the sample material Alinity 2653
Will be deleted due to hemolysis above the limit value Alinity 2661
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Sample B: Due to severe hemolysis in the sample, the
result will not be reported as it is falsely too high. A new
LPH sample may need to be ordered Alinity 2667
(continued) —
Sample B: Due to severe hemolysis in the sample, the
result will not be reported as it is falsely too high. A new
sample may need to be ordered Alinity 2667
B: HEMO Cobas Pro ISE 3
B: HEMO Cobas Pro ISE 3
HEMO Cobas Pro ISE 3
Sample B: Not performed, sample hemolyzed Atellica 7
Sample B: Not performed, sample hemolyzed Atellica 7
Sample B: Not performed, sample hemolyzed Atellica 7
B reported as: Hemolysis Cobas 8000 ISE 24
B reported as: Hemolysis Cobas 8000 ISE 24
B reported as: Hemolysis Cobas 6000c 501 | 24
Hemolysis Cobas 6000c¢c 501 | 28
Answer for HIL B released as hemolysis Vitros 4600 33
Sample B: Hemolysis Cobas 8000 ISE 35
As patient result Hemolysis Cobas 8000 ISE 51
As patient result Hemolysis Cobas 8000 ISE 51
Sample B cannot be submitted due to hemolysis Cobas 8000c 702 | 54
Hemolysis Alinity 56
Hemolysis Cobas 8000 ¢ 702 | 106
Potassium Automatic statements for sample B: Sample hemolytic.
Potassium/LD result erroneously high, unless in vivo
hemolysis. Atellica 278
Sample B submitted as HEMO Atellica 663
Sample B: Effect of hemolysis Cobas C 503 695
Sample B: Effect of hemolysis Cobas c 303 695
B-sample: The result can not be answered reliable. Kindly
ask to have another sample. Cobas 6000 c 501 | 733
B-sample: The result can not be answered reliable. Kindly
ask to have another sample. Cobas 6000 c 501 | 733
Unable to respond due to high hemolysis. Request new
sample Cobas 6000 ¢ 501 | 736
Hemolysis in sample B. Repeated collection of materialis
recommended. Cobas c 303 742
Hemolysis in sample B. Repeated collection of materialis
recommended. Cobas c 303 742
Sample B: Cannot be submitted due to hemolysis Alinity 750
The analysis cannot be performed due to hemolysis in the
sample. Please order a new sample Alinity 2552
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The answer can be falsely too high due to hemolysis Alinity 2554
Sample B = released answer: hemolysis Cobas ISE neo 2559
Hemolysis. Cannot be analyzed Cobas 8000 ISE 2602

Hemolyzed sample, may result in falsely too high value, and
the result must therefore be considered somewhat
uncertain Cobas 8000 ISE 2610

B sample: Replacement comment: he analysis cannot be
performed due to hemolysis in the sample. Consider a new
sample Cobas Pro ISE 2623

Due to severe hemolysis in the sample, the result will not
be reported as it is falsely too high. A new sample may need
to be ordered Alinity 2626

Potassium

- Due to severe hemolysis in the sample, the result will not
(continued)

be reported as it is falsely too high. A new sample may need

to be ordered Alinity 2626
Sample B: Hemolysis. Cannot be analyzed Cobas C 503 2628
Sample B: Hemolysis. Cannot be analyzed Cobas C 503 2628
Answer not reported due to hemolysis Cobas ¢ 303 2651
Answer not reported due to hemolysis Cobas c 303 2651

Sample B: Due to severe hemolysis in the sample, the
result will not be reported as it is falsely too high. A new
sample may need to be ordered Alinity 2667

Sample B: Due to severe hemolysis in the sample, the
result will not be reported as it is falsely too high. A new

sample may need to be ordered Alinity 2667
Answer for HIL B released as hemolysis Vitros 4600 33
Hemolysis Alinity 56
Hemolysis in the B sample does not affect the test result. Cobas c 303 742
Sample B: Cannot be performed due to hemolysis Alinity 750
Additional comment for Sample B: The result may be up till
Phosphate .

10% falsely elevated due to hemolysis in the sample Cobas C 503 2623
Hemolyzed sample, may give falsely too high result Alinity 2626
Hemolyzed sample, may give falsely too high result Alinity 2626
Sample B: Hemolysis. May give too high result Cobas C 503 2628
Sample B: Hemolysis. May give too high result Cobas C 503 2628
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Appendix 2: Precautions if analyzed after “Last day of analysis”
How to handle the situation if you measured after the deadline
If you have measured within the time limit, this information is not relevant.

In this round there has been extensive delays in the shipment of samples due to problems from the postal
service provider.

If your laboratory has analyzed the samples after “Last day of analysis” (12t of February) the following
applies:
- Your values are not included in the calculations of the Special target value and the tolerance limits
- Your values are shown in the graphical part, summary and part of the tables in the report
- In the graphical part your deviation is calculated using the Special target value, thus you are
compared with someone who have analyzed on time
- Your values can be falsely too high or low compared to what you would have measured if material
was analyzed on time

How DEKS handled this

To avoid using a mean-of-all-target-value affected by the postal delays, we have calculated a Special target
value for all analytes and the H-, I- and L-index as the mean of all results analyzed before “last day of
analysis” (except for phosphate which is calculated with measurements until Day 4). Doing that allowed us to
keep all values, regardless of whether they were measured in time or too late. This is reflected in the
graphical part, the summary and tables in the report.

How we advise you to handle this

You have measured after “Last day of analysis” (12t of February). The table describes the changes
(decrease, increase or no change) for each component after “Last day of analysis”. Below the table we have
included guidelines for interpretation of your results if they are affected by late analysis.

Increase Decrease No change

Bilirubin (conj.) | LDH Cholesterol

Phosphate Creatinine
Potassium

Use the following guidelines when interpreting your results:

Interpretation for components that increase (gets higher values over time)
When the component increases in concentration with time — your result might be falsely too high when
analyzed late. Use your own judgement to assess if this could mean that you should change the
interpretation of your result.
- If your reported measurement is above the acceptance limit this could mean that had you analyzed
in time, your measurement could in some cases have been within the acceptance limits (Figure A)
- If your reported measurement is within the acceptance limit this could mean that had you analyzed in
time, your measurement could in some cases have been lower. (Figure B)

Interpretation for components that decrease (gets lower values over time)
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When the component decreases in concentration with time — your result might be falsely too low when
analyzed late. Use your own judgement to assess if this could mean that you should change the

interpretation of your result.

- If your reported measurement is within the acceptance limit this could mean that had you analyzed in
time, your measurement could in some cases have been above the acceptance limit (Figure C)

- If your reported measurement is below the acceptance limit this could mean that had you analyzed in
time, your measurement could in some cases have been within the acceptance limits (Figure D)

Component increases Component decreases
A C
Result when Presumed result if Result when Presumed result if
analyzed late analyzed on time analyzed late analyzed on time
X o X X . S
B D
Result when Presumed result if Result when Presumed result if
analyzed late analyzed on time analyzed late analyzed on time
X —_— X X - X
Figure legend
X: Target value Acceptance limits Your measurement
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Component Mean Sd cv sem N Outliers
H - Haemolyse Index Sample 'GIn’
Special target value 1,337
Alle 1,297 0,1304 10,05 0,01458 80 2
Alinity 1,253 0,201 16,01 0,046 19 1
Architect 1,32 0 0 0 2 0
Atellica 1,374 0,056 4,07 0,01552 13 0
Cobas c-modul 1,293 0,103 7,97 0,01554 44 1
Cobas t711 1,24 1 0
Vitros 1,37 1 0
H - Haemolyse Index Sample ’lin’
Special target value 0,0422
Alle 0,0365 0,0229 62,7 0,00254 81 1
Alinity 0,0313 0,01591 50,8 0,00356 20 0
Architect 0,045 0,00707 15,71 0,005 2 0
Atellica 0,0568 0,01614 28,4 0,00448 13 0
Cobas c-modul 0,0307 0,0168 54,7 0,00253 44 1
Cobas t711 0 1 0
Vitros 0,15 1 0
| - Icterisk Index Sample 'GIn’
Transferred target value from Sample A 15,5
Alle 13,75 5,48 39,9 0,613 80 2
Alinity 6,38 2,61 40,8 0,598 19 1
Architect 7,85 0,919 11,71 0,65 2 0
Atellica 14,05 5 35,6 1,387 13 0
Cobas c-modul 16,57 1,272 7,67 0,1896 45 0
Cobas t711 0 1
Vitros 34,2 1 0
I - Icterisk Index Sample ’lin’
Special target value 15,5
Alle 15,79 3,1 19,65 0,347 80 2
Alinity 15,09 2,54 16,84 0,583 19 1
Architect 17,25 0,354 2,05 0,25 2 0
Atellica 14,38 4,86 33,8 1,349 13 0
Cobas c-modul 16,77 0,799 4,76 0,1191 45 0
Cobas t711 0 1 0
Vitros 0 1
L - Lipemisk Index Sample 'GIn’
Transferred target value from Sample A 0,1583
Alle 0,297 0,1207 40,7 0,01333 82 0
Alinity 0,304 0,0309 10,16 0,00691 20 0
Architect 0,31 0 0 0 2 0
Atellica 0,0615 0,0659 107,2 0,01828 13 0
Cobas c-modul 0,356 0,054 15,17 0,00805 45 0
Cobas t711 0,6 1 0
Vitros 0,2 1 0
L - Lipaemisk Index Sample ’lin’
Special target value 0,1583
Alle 0,204 0,1084 53,1 0,01212 80 0
Alinity 0,1225 0,01585 12,94 0,00354 20 0
Architect 0,115 0,00707 6,15 0,005 2 0
Atellica 0,0341 0,0475 139,1 0,01431 11 0
Cobas c-modul 0,284 0,0561 19,76 0,00836 45 0
Cobas t711 0,3 1 0
Vitros 0,2 1 0
Lactatdehydrogenase(LD, LDH) Sample 'GIn’
Transferred target value from Sample A 171
Alle 340 17,91 5,27 2,2 66 1
Alinity 336 19,46 5,8 4,87 16 0
Architect 324 0,0707 0,0218 0,05 2 0
Atellica 338 9,33 2,76 2,95 10 0
Cobac c-modul 343 19,09 5,67 3,14 37 1
Vitros 4600 327 1 0
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Component Mean Sd cv sem N Outliers
Lactatdehydrogenase(LD, LDH) Sample 'lIn’

Special target value 171

Alle 166,7 12,41 7,44 1,472 71 1

Alinity 160,4 10,15 6,33 2,46 17 0

Architect 160,4 2,9 1,808 2,05 2 0

Atellica 171,6 8,34 4,86 2,31 13 0

Cobac c-modul 167,7 13,48 8,04 2,19 38 1

Vitros 4600 188 1 0
P- Bilirubin (konjugeret) Sample 'GIn’

Transferred target value from Sample A 3,76

Alle 3,01 2,77 91,9 0,427 42 0

Alinity 2,08 0,779 37,4 0,235 11 0

Architect 2,6 1 0

Atellica 4,03 2,95 73,3 1,204 6 0

Cobas c-modul 3,2 3,28 102,6 0,67 24 0
P- Bilirubin (konjugeret) Sample ’lIn’

Special target value 3,76

Alle 3,93 1,956 49,7 0,302 42 0

Alinity 2,94 0,622 21,2 0,1968 10 0

Architect 3,5 1 0

Atellica 4,6 2,45 53,3 0,927 7 0

Cobas c-modul 4,17 2,11 50,6 0,431 24 0
P- Cholesterol Sample 'GIn’

Transferred target value from Sample A 4,13

Alle 4,2 0,0929 2,21 0,0111 70 3

Alinity 4,16 0,0923 2,22 0,0231 16 3

Architect 4,22 0,00707 0,1678 0,005 2 0

Atellica 4,25 0,1038 2,44 0,0288 13 0

Cobas c-modul 4,2 0,0861 2,05 0,01415 37 0

Cobas e-modul 4,1 1 0

Vitros 4,2 1 0
P- Cholesterol Sample 'lIn’

Special target value 4,13

Alle 4,13 0,0754 1,826 0,00901 70 3

Alinity 4,11 0,0723 1,757 0,01807 16 3

Architect 4,18 0,00707 0,169 0,005 2 0

Atellica 4,14 0,0797 1,922 0,0221 13 0

Cobas c-modul 4,13 0,0751 1,819 0,01235 37 0

Cobas e-modul 4 1 0

Vitros 4,2 1 0
P- Creatininium Sample 'GIn’

Transferred target value from Sample A 78

Alle 76,6 3,61 4,71 0,416 75 3

Enzymatic 76,4 3,4 4,45 0,403 71 0

Jaffe 79,1 6,51 8,23 3,25 4 3
P- Creatininium Sample ’lin’

Special target value 78

Alle 78,1 2,84 3,63 0,328 75 3

Enzymatic 78,2 2,57 3,28 0,305 71 0

Jaffe 76,5 6,43 8,41 3,21 4 3
P- Ferritin Sample 'GIn’

Transferred target value from Sample A 771

Alle 800 131,7 16,46 16,46 64 0

Alinity 799 89 11,14 21,6 17 0

Architect 750 33,9 4,52 24 2 0

Atellica 545 22,9 4,21 7,25 10 0

Cobas c-modul 883 16,64 1,885 9,61 3 0

Cobas e-modul 880 51,9 5,9 9,32 31 0

Vitros 753 1 0
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Component Mean Sd cv sem N Outliers
P- Ferritin Sample ’lin’
Special target value 771
Alle 795 126,6 15,93 15,83 64 0
Alinity 780 71,1 9,12 17,25 17 0
Architect 785 20 2,55 14,15 2 0
Atellica 544 26,5 4,87 8,37 10 0
Cobas c-modul 841 34,3 4,08 19,8 3 0
Cobas e-modul 881 41,6 4,72 7,47 31 0
Vitros 774 1 0
P- Kalium-ion Sample 'GIn’
Transferred target value from Sample A 6,85
Alle 7.3 0,0974 1,334 0,0114 73 1
Alinity 7,31 0,1017 1,391 0,024 18 0
Architect 7,27 0 0 0 2 0
Atellica 7,2 0,1294 1,797 0,0458 8 0
Cobas c-modul 7,34 0,0789 1,074 0,01682 22 1
Cobas ISE-modul 7,29 0,0667 0,916 0,01423 22 0
Vitros 4600 7,5 1 0
P- Kalium-ion Sample ’lin’
Special target value 6,85
Alle 6,86 0,1085 1,581 0,01228 78 1
Alinity 6,85 0,0744 1,086 0,01707 19 0
Architect 6,84 0,00707 0,1035 0,005 2 0
Atellica 6,77 0,1134 1,674  0,0327 12 0
Cobas c-modul 6,93 0,1246 1,797 0,0266 22 1
Cobas ISE-modul 6,85 0,0707 1,032 0,01507 22 0
Vitros 4600 7 1 0
P- Phosphat(P, uorganisk) Sample 'GIn’
Transferred target value from Sample A 1,08
Alle 1,203 0,0673 5,6 0,00799 71 1
Alinity 1,233 0,0757 6,14 0,01954 15 1
Architect 1,22 0 0 0 2 0
Atellica 1,186 0,0505 4,26 0,01458 12 0
Cobas c-modul 1,195 0,0686 5,74 0,01072 41 0
Vitros 1,22 1 0
P- Phosphat(P, uorganisk) Sample ’lin’
Special target value 1,08
Alle 1,11 0,0534 4,81 0,00629 72 1
Alinity 1,119 0,05 4,47 0,01251 16 1
Architect 1,115 0,00707 0,634 0,005 2 0
Atellica 1,098 0,0709 6,46 0,0205 12 0
Cobas c-modul 1,109 0,0506 4,57 0,00791 41 0
Vitros 1,17 1 0
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Udsendelse 1 - 2026. Laboratorie nr. 500, resultat id. 500

Metodeseet 1 ()

D,

H - Heemolyse Index Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity
lin ("Sample A") GIn ('Sample B') Youdenplot
5,0 ] © 5 ©
£ £ 40-
107 20+ ) "
C}
m
o
o
> 4 > g
E ~ D N e . = — | S S
0.00 0.05 0.10 0.15 g/l 0.0 0.5 1.0 15 gL 0,57
Eget resultat: 0,01 g/L (afv. -76,3%) Eget resultat: 1,18 g/L (afv. -11,7%)
Speciel targetveerdi (S): 0,0422 g/L Speciel targetveerdi (S): 1,337 g/L
Acceptinterval (S + 12,2%): 0,0371 - 0,0473 g/L Acceptinterval (S + 12,2%): 1,174 - 1,500 g/L
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe  0,0326 0,02 483 0,0 22 | Producentgruppe 1,260 0,19 152 00 21 0 S T )
Metodegruppe 0,0313 0,02 50,8 0,0 20 | Metodegruppe 1,253 0,20 16,0 00 19 0 0,05 0,1 0,15
Alle 0,0365 0,02 62,7 0,0 81| Ale 1,297 0,13 10,1 0,0 80 Sample A (g/L)
Metodeseet 1 ()
| - Icterisk Index Instrument: Cobas 8000 ¢ 702
Producentgruppe: Roche Metodegruppe: Cobas c-modul
lin ('Sample A') GIn ('Sample B') Youdenplot
— ® — @ 40+ . . 2
£ £ 40 : :
< < :
>
40+ :
30 :
20 o :
° .
20 € :
2 :
D 20 e
3 3 2 ®
0L PRl 0.} . B g &9 :
0 5 10 15 20 25 umol/L 0 10 20 30 40 umol/L | @ . R
Eget resultat: 1 mg/dL= 17,1 pmol/L (afv. 10,3%) Eget resultat: 1 mg/dL= 17,1 ymol/L (afv. 10,3%) 104 e e A
Speciel targetveerdi (S): 15,5 pmol/L Targetveerdi overfort fra Sample A (T): 15,5 pmol/L :
Acceptinterval (S + 29%): 11,01 - 20,00 pmol/L Acceptinterval (T £ 29%): 11,01 - 20,00 ymol/L .
Middel sd CV% SEM N Middel sd CV% SEM N .
Producentgruppe 16,41 2,60 15,8 0,4 46 | Producentgruppe 16,57 1,27 7.7 0,2 45 0 T T T ‘ .
Metodegruppe 16,77 0,80 4,8 0,1 45 | Metodegruppe 16,57 1,27 7,7 02 45 0 5 10 15 20 25
Alle 15,79 310 197 0,3 80| Alle 13,75 548 399 06 80 Sample A (umol/L)
Metodeseet 1 ()
L - Lipeemisk Index Instrument: Cobas 8000 ¢ 702
Producentgruppe: Roche Metodegruppe: Cobas c-modul
lin ("Sample A") Gin ("Sample B') Youdenplot
£ 2 © g 40 © °e7 o
< < ¢
30
10 20 _. 0,4 ®
=
)
10 o
ko)
Qo
£
0.} 04— gl B ..., 3
00 01 02 03 04 05 glL 0.0 0.2 0.4 0.6 giL 0.2 oG
Eget resultat: 27 mg/dL= 0,27 g/L (afv. 70,6%) Eget resultat: 32 mg/dL= 0,32 g/L (afv. 102,1%)
Speciel targetveerdi (S): 0,1583 g/L Targetveerdi overfert fra Sample A (T): 0,583 ¢g/L | [ i ararannnannne
Acceptinterval (S +22,5%): 0,1227 - 0,1939 g/L Acceptinterval (T + 22,5%): 0,1227 - 0,1939 g/L
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 0,284 0,06 19,5 0,0 46 | Producentgruppe 0,362 0,06 17,8 0,0 46 oc T - T T .
Metodegruppe 0,284 0,06 19,8 0,0 45 | Metodegruppe 0,356 0,05 152 0,0 45 0 0,1 0,2 0,3 0,4 0,5
Alle 0,204 0,11 53,1 0,0 80 | Alle 0,297 0,12 40,7 0,0 82 Sample A (g/L)
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Udsendelse 1 - 2026. Laboratorie nr. 500, resultat id. 500 —
Metodeseet 2 ()
Lactatdehydrogenase(LD, LDH) Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity
lin ("Sample A") GIn ('Sample B') Youdenplot
5 ® 5 380 A
c c
< <
15 [
10 360
e ®
104 L
5- S 340 % R
5 o - ®
()
= e
4 £ | (V)
0-t-- o e 8 320 .
120 140 160 180 280 300 320 340 360 380 u/L
Eget resultat: 165,8 U/L (afv. -3,0%) Eget resultat: 340,3 U/L (afv. 99,0%)
Speciel targetveerdi (S): 171 U/L Targetveerdi overfort fra Sample A (T): 171 U/L 300
Acceptinterval (S + 10,2%): 153,6 - 188,4 U/L Acceptinterval (T + 10,2%): 153,6 - 188,4 U/L
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 160,4 9,60 6,0 2,2 19 | Producentgruppe 334 18,67 5,6 44 18 280 o T T T .
Metodegruppe 160,4 10,15 6,3 2,5 17 | Metodegruppe 336 19,46 58 49 16 120 140 160 180 200
Alle 166,7 12,41 7.4 1,5 71| Alle 340 17,91 53 22 66 Sample A (U/L)
Metodeseet 1 ()
P- Bilirubin (konjugeret) Instrument: Cobas C 503
Producentgruppe: Roche Metodegruppe: Cobas c-modul
lin ('Sample A') GIn ('Sample B') Youdenplot
S 15 I o *7 s
[ [ N N
< < : :
10 7 Do
J 10+ s °
© : : [ )
_ : : °
57 ° 5 H
o Y
o : :
=3 : :
0--- 0. e e g : :
0 5 10 pmol/L 0 5 15 pmoliL | @ 5 g
Eget resultat: 2,55 pmol/L (afv. -32,2%) Eget resultat: 0,87 umol/L (afv. -76,9%) : .
Speciel targetveerdi (S): 3,76 pmol/L Targetveerdi overfort fra Sample A (T): 3,76 ymol/L | [ ’ ) ”_ """"""""""""""""
Acceptinterval (S + 20,5%): 2,99 - 4,53 umol/L Acceptinterval (T £ 20,5%): 2,99 - 4,53 pmol/L ’
Middel sd CV% SEM N Middel sd CV% SEM N ° @‘3"02
Producentgruppe 4,17 2,11 50,6 0,4 24 | Producentgruppe 3,20 3,28 102,6 0,7 24 0 ™Y T T )
Metodegruppe 4,17 211 50,6 0,4 24 | Metodegruppe 3,20 3,28 102,6 0,7 24 0 5 10 15
Alle 3,93 1,96 49,7 0,3 42| Alle 3,01 2,77 919 04 42 Sample A (umol/L)
Metodeseet 1 ()
P- Cholesterol Instrument: Alinity
Producentgruppe: Abbott Metodegruppe: Alinity
lin ("Sample A") Gin ("Sample B') Youdenplot
5 s @ 4,64 ”
z S 20
< <
204 L0 0 e
4,4
10+ < o
104 § ® o
o 4.2 » °®
3 3 2 o
A — [o J ER— L~ S g
39 40 41 42 43 44 mmollL 3.8 4.0 4.2 4.4 46  mmoliL ° >
Eget resultat: 4,1 mmol/L (afv. -0,7%) Eget resultat: 4,3 mmol/L (afv. 4,1%) 4
Speciel targetveerdi (S): 4,13 mmol/L Targetveerdi overfort fra Sample A (T): 4,13 mmol/L
Acceptinterval (S + 8,6%): 3,77 - 4,49 mmol/L Acceptinterval (T + 8,6%): 3,77 - 4,49 mmol/L
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 4,12 0,07 1,7 0,0 18 | Producentgruppe 417 0,09 2,1 0,0 18 3,8 T T T T ]
Metodegruppe 4,11 0,07 1,8 0,0 16 | Metodegruppe 4,16 0,09 2,2 00 16 39 T4 417 427743 4.4
Alle 4,13 0,08 1,8 0,0 70 | Alle 4,20 0,09 2,2 0,0 70 Sample A (mmol/L)
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Udsendelse 1 - 2026. Laboratorie nr. 500, resultat id. 500 —
Metodeseet 1 ()
P- Creatininium Instrument: Cobas ¢ 303
Producentgruppe: Cobas c-modul Metodegruppe: Enzymatic
lin ("Sample A") GIn ('Sample B') Youdenplot
3 S 5,0 Q 907
c [=4 1
< < °
10 g
o
£
2
m
§ )
Q
o-t-- 5
9]

65

70 75 80

Eget resultat: 80,1 pmol/L (afv. 2,7%)
Speciel targetveerdi (S): 78 pmol/L
Acceptinterval (S +7,8%): 71,9 - 84,1 pmol/L

85

65

70 75 80

Eget resultat: 79,2 ymol/L (afv. 1,5%)
Targetveerdi overfert fra Sample A (T): 78 umol/L
Acceptinterval (T + 7,8%): 71,9 - 84,1 ymol/L

85

Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 79,7 2,03 25 0,3 39 | Producentgruppe 78,5 2,19 2,8 04 39 65 T T T T ]
Metodegruppe 78,2 2,57 3,3 0,3 71 | Metodegruppe 76,4 3,40 4,4 0,4 71 65 70 75 80 85 90
Alle 78,1 284 36 03 75| Alle 76,6 3,61 47 04 75 Sample A (umol/L)
Metodeseet 1 ()
P- Ferritin Instrument: Atellica
Producentgruppe: Siemens Metodegruppe: Atellica
lin ('Sample A') GIn ('Sample B') Youdenplot
5 ® 5 - 1200
< % 27
154
1000
104
10 -5
>
5 2
B m
® 800
Q
£
07 .. T T T 07 .. T T R S
400 600 800 1000 ug/L 400 600 800 1000 1200 ug/L
Eget resultat: 557,9 ug/L (afv. -27,6%) Eget resultat: 514,3 pg/L (afv. -33,3%) 600
Speciel targetveerdi (S): 771 pg/L Targetveerdi overfert fra Sample A (T): 771 pug/L
Acceptinterval (S + 21,9%): 602 - 940 ug/L Acceptinterval (T £ 21,9%): 602 - 940 pg/L
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 544 26,48 4,9 8,4 10 | Producentgruppe 545 22,94 4,2 73 10 400 : T 1
Metodegruppe 544 26,48 4,9 8,4 10 | Metodegruppe 545 22,94 4,2 73 10 400 600 800 1000
Alle 795 126,61 159 15,8 64 | Alle 800 131,72 16,5 16,5 64 Sample A (ug/L)
Metodeseet 1 ()
P- Kalium-ion Instrument: Cobas ¢ 303
Producentgruppe: ISE-indirekte Metodegruppe: Cobas c-modul
lin ("Sample A") Gin ("Sample B') Youdenplot
s 7,69 ~
2 30 Z 15
¢ °
20 10 °
37,4 e ° >
o
104 5 E
m
<
4 4 a 3
[o RSP SN s - —m e R ol — LB e g
6.6 6.8 7.0 7.2 74 mmollL 7.0 7.2 74 76 mmollL | o 7.27
Own result: 6,86 mmol/L (dev. 0,1%) Own result: 7,34 mmol/L (dev. 7,2%) °
Special target value (S): 6,85 mmol/L Transferred target value from Sample A (T): 6,85 mmol/L
Acceptance interval (S + 7,4%): 6,34 - 7,36 mmol/L Acceptance interval (T + 7,4%): 6,34 - 7,36 mmol/L
Mean sd CV% SEM N Mean sd CV% SEM N
Manufact. Group 6,86 0,11 1,6 0,0 77 | Manufact. Group 7,30 0,10 1,3 00 72 7 T T T -
Method group 6,93 012 18 0,0 22 | Method group 7,34 0,08 11 00 22 6,6 6,8 7 72 74
All 6,86 0,11 1,6 0,0 78| Al 7,30 0,10 1,3 00 73 Sample A (mmol/L)
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Udsendelse 1 - 2026. Laboratorie nr. 500, resultat id. 500
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Metodeseet 4 ()

P- Phosphat(P, uorganisk) Instrument: Atellica
Producentgruppe: Siemens Metodegruppe: Atellica
lin ("Sample A") GIn ('Sample B') Youdenplot
4_@ @ E @ 1,4 2
c c
< <
15 204
1,39 °
®
104 —_~
=
10 ° 124
o S o WU
54 £ ° O.Q ®
a o.o
<
> > a 4
1. om | ol | B 007 odo e B | B T £ 1.1
0.9 1.0 1.1 1.2 1.3 mmol/L 0.9 1.0 1.1 1.2 1.3 1.4  mmollL | »
Eget resultat: 1,1 mmol/L (afv. 1,9%) Eget resultat: 1,189 mmol/L (afv. 10,1%) : :
Speciel targetveerdi (S): 1,08 mmol/L Targetveerdi overfert fra Sample A (T): 1,08 mmol/L 1 T T L
Acceptinterval (S + 9,6%): 0,976 - 1,184 mmol/L Acceptinterval (T + 9,6%): 0,976 - 1,184 mmol/L : :
Middel sd CV% SEM N Middel sd CV% SEM N
Producentgruppe 1,098 0,07 6,5 0,0 12 | Producentgruppe 1,186 0,05 43 0,0 12 0,9 — T — ]
Metodegruppe 1,098 0,07 6,5 0,0 12 | Metodegruppe 1,186 0,05 4,3 0,0 12 0,9 1 1.1 1,2 1,3
Alle 1,110 0,05 4,8 0,0 72| Ale 1,203 0,07 5,6 00 71 Sample A (mmol/L)
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